CTSS as a novel biomarker for tissue remodeling in CRSWNP

Insights from multi-omics research
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Sensitivity analyses

« Colocalization analysis (PPH4>0.8)
e Cochran’s Q test (P>0.05)

« MR-Egger intercept (P>0.05)

- Leave-one-out analysis

« MR-PRESSO analysis

CTSS causally increased CRSWNP risk

Li C, Huang Y, Yan J,etal. Rhinology 2026. https://doi.org/10.4193/Rhin25.504

Omics analysis validation

Differential expression analysis Cellular localization analysis CTSS functional analysis
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TSS is a novel biomarker for CRSWNP
TSS upregulation increased the risk of CRSWNP and
axacerbated clinical severity
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