
ITGAM and FCGR3B contribute to recurrent and limited CRSwNP in children through phagosome pathway
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! The biological processes associated with neutrophils were 
significantly enriched

! ITGAM and FCGR3B were hub genes

! RT-qPCR
! IHC
! mIHC

L-CRSwNP and R-CRSwNP in children are 
extremely similar in clinical phenotype and 
molecular mechanisms
ITGAM and FCGR3B are important hub genes 
contributing to disease through neutrophil-
and M2 macrophage-mediated phagosome 
pathway and are potential therapeutic targets
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! ITGAM and FCGR3B were hub genes in 
both L- and R-CRSwNP

! ITGAM and FCGR3B were closely 
associated with neutrophils and M2 
macrophages in both L- and R-CRSwNP
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